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/NRPT TGFB1 B35 fEDifk

/NPT TGFBL 50 B LA
Anti-TGFB1 mouse monoclonal antibody

transforming growth factor beta 1; CED; LAP; DPD1; TGFB; IBDIMDE; TGFbeta;

—

A% (-20C)
Mouse

TGFB1

Human, Mouse
Unconjugate

mouse monoclonal

This gene encodes a secreted ligand of the TGF-beta (transfor
ming growth factor-beta) superfamily of proteins. Ligands of t
his family bind various TGF-beta receptors leading to recruitm
ent and activation of SMAD family transcription factors that re
gulate gene expression. The encoded preproprotein is proteoly
tically processed to generate a latency-associated peptide (LAP
) and a mature peptide, and is found in either a latent form c
omposed of a mature peptide homodimer, a LAP homodimer,
and a latent TGF-beta binding protein, or in an active form co
nsisting solely of the mature peptide homodimer. The mature
peptide may also form heterodimers with other TGFB family m

embers. This encoded protein regulates cell proliferation, differ
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Applications:
Name of antibody:
Immunogen:

Full name:
Synonyms:
SwissProt:

IHC positive control:

IHC Recommend dilution:

WB Predicted band size:
WB Positive control:
WB Recommended diluti
on:

Nnt.com 4008—-723-722

entiation and growth, and can modulate expression and activa
tion of other growth factors including interferon gamma and t
umor necrosis factor alpha. This gene is frequently upregulate
d in tumor cells, and mutations in this gene result in Camurati
-Engelmann disease.

WB, IHC

TGFB1

Fusion protein of human TGFB1

transforming growth factor beta 1

CED; LAP; DPD1; TGFB; IBDIMDE; TGFbeta; TGF-betal

P01137

Human cervical cancer and Human thyroid cancer

100-500

44 kDa

Hela cell, NIH/3T3 cell, K562 cell, LNCAP cell, 231 cell lysates

1000-5000



£ [ETSREE

4008-723-722

— X % A &
x w—reagent.com

b4 Bl o SR \
S ABRLMRT e

Mo LG S5 TN, il
e % b | P LY Mq
R T R G
AP G i H Ve am
I e, Ly .

e gu;
%,

e
«

AR SR e B

o

_-h”.u..\

. .F._l J..J_Ioﬂ".l-.*., 7 A
b S,




